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TFlt 2 = b AME OB FEAIEHREZ AF L. 16S rRNA E{s Ayl Zhhit L
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AFL. PCR 7T A ~—& TagMan 70 —7 &35t L7z,

2. WS
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RIRZEEL LT, T A —XIEIZ LD DNA i 217\, #HE 16S rRNA &
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4, VT IVHA L PCR & Caogen. Ctiuman DIIE

JRREE % [RIET 5 72 O OFAFEMERR FZ 13 BLAST (Basic Local Alignment Search Tool) ~°H




()

7'Z N AT bit score ZEHAIT A Z 12X 0 iTo77, B HEV O bit score 2o~ L7-#l
IR & L, BB TR DV R M & i L7z, £72, FIE S 7imlR
EOIEEE:Z . HIE 16S IRNA s+ & &~ MUCSB Ein+0 CtEDZE (ACHZ
TR L7z,

3 WIERCR
1. JWEEORE
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